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Temperature stress can have a devastating effect on plant metabolism, disrupt-
ing cellular homeostasis, and uncoupling major physiological processes. A
direct result of stress-induced cellular changes is the enhanced accumulation
of toxic compounds in cells that include reactive oxygen species (ROS).
Although a considerable amount of work has shown a direct link between
ROS scavenging and plant tolerance to temperature stress, recent studies have
shown that ROS could also play a key role in mediating important signal
transduction events. Thus, ROS, such as superoxide (O2

–), are produced by
NADPH oxidases during abiotic stress to activate stress-response pathways
and induce defense mechanisms. The rates and cellular sites of ROS produc-
tion during temperature stress could play a central role in stress perception and
protection. ROS levels, as well as ROS signals, are thought to be controlled by
the ROS gene network of plants. It is likely that in plants this network is
interlinked with the different networks that control temperature stress acclima-
tion and tolerance. In this review paper, we attempt to summarize some of the
recent studies linking ROS and temperature stress in plants and propose a
model for the involvement of ROS in temperature stress sensing and defense.

Introduction

Cellular homeostasis is achieved by a delicate balance
between multiple pathways that reside in different orga-
nelles. This coordination may, however, be disrupted
during temperature stress, because different pathways
within cells have a different temperature optimum. For
example, due to the physical properties of membranes,
membrane-associated processes such as photosynthesis
and respiration are more sensitive to temperature stress
compared with pathways that are mainly carried out
by soluble enzymes. When different pathways are
uncoupled, electrons that have a high-energy state
are transferred to molecular oxygen (O2) to form reac-
tive O2 species (ROS; Asada and Takahashi 1987,

Mittler 2002). ROS, such as 1O2, H2O2, O2
–, and HO., are

toxic molecules capable of causing oxidative damage to
proteins, DNA, and lipids (Apel and Hirt 2004). Under
optimal growth conditions, they are mainly produced at
a low level in organelles such as chloroplasts, mito-
chondria, and peroxisomes. However, during stress,
their rate of production is dramatically elevated. In
chloroplasts, limitation of CO2 fixation coupled with
over-reduction of the electron transport chain is the
main cause of ROS production. Over-reduction of the
electron transport chain in mitochondria is also a major
mechanism of ROS production during stress (Davidson
and Schiestl 2001). In contrast, in peroxisomes, H2O2 is
produced when glycolate is oxidized to glyoxylic acid
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during photorespiration (Mittler et al. 2004). Essential
for ROS detoxification during normal metabolism, and
particularly during stress, are antioxidants such as ascor-
bic acid and glutathione, and ROS-scavenging enzymes
such as superoxide dismutase (SOD), ascorbate perox-
idase (APX), catalase (CAT), glutathione peroxidase
(GPX), and peroxiredoxin (PrxR) (Asada and Takahashi
1987, Iba 2002, Mittler et al. 2004). These have been
found in almost all cellular compartments, demonstrat-
ing the importance of ROS detoxification for cellular
survival (Mittler et al. 2004).

Temperature stress such as heat, cold or freezing is a
principal cause for yield reduction in crops (Boyer
1982), and ROS generated by these stresses have been
shown to injure cell membranes and proteins
(Larkindale and Knight 2002, O’Kane et al. 1996). An
additional contributor to cellular damage during tem-
perature stress is high light. High-light stress has the
potential to enhance the production of ROS in cells
and cause oxidative damage to chloroplasts (Niyogi
1999). It was shown to enhance the production of
ROS and ROS-associated injury during temperature
stresses (Larkindale and Knight 2002). Previous studies
demonstrated that ROS-scavenging mechanisms have
an important role in protecting plants against tempera-
ture stresses and a combination of high light and tem-
perature stress (Iba 2002, Larkindale and Knight 2002,
Yabuta et al. 2002, Yoshimura et al. 2004). Controlling
ROS production might therefore be a promising avenue
of genetic engineering to enhance the tolerance of
plants to temperature stress and a combination of tem-
perature stress and high light (Allen 1995).

While ROS have the potential to cause oxidative
damage to cells during environmental stress, recent stu-
dies have shown that ROS play a key role in plants as
signal transduction molecules involved in mediating
responses to pathogen infection, environmental stresses,
programmed cell death and developmental stimuli
(Mittler et al. 2004, Torres and Dangl 2005). The rapid
increase in ROS production, referred to as ‘the oxidative
burst’, was shown to be essential for many of these
processes, and genetic studies have shown that respira-
tory burst oxidase homolog (Rboh) genes, encoding
NADPH oxidases, are the main producers of signal
transduction-associated ROS in cells during these pro-
cesses (Mittler et al. 2004, Torres and Dangl 2005).

The two, somewhat opposing ‘faces’ of ROS, i.e. on
the one hand, the damaging toxic molecule, and on the
other hand, the beneficial signal transduction molecule,
underscore the need to control the steady-state level of
ROS in cells. Elucidating the mechanisms that control
ROS signaling in cells during cold, heat, or freezing
stress could therefore provide an additional powerful

strategy to enhance the tolerance of crops to these
environmental stress conditions.

Heat stress and ROS

Heat stress was shown to cause impairments in mito-
chondrial functions and result in the induction of oxida-
tive damage that manifested in lipid peroxidation
(Davidson and Schiestl 2001, Larkindale and Knight
2002; Vacca et al. 2004). The steady-state transcript
and protein level of many ROS-scavenging enzymes
were found to be elevated by heat stress (Rainwater
et al. 1996, Rizhsky et al. 2002, Sato et al. 2001,
Vacca et al. 2004). In addition, acquired thermotoler-
ance, i.e. the ability of plants to develop heat tolerance
following a mild heat pretreatment, was shown to be
mediated in part by enhancing cellular mechanisms that
prevented oxidative damage under heat stress
(Bergmüller et al. 2003, Larkindale and Huang 2004).

Heat stress-response signal transduction pathways
and defense mechanisms, involving heat shock tran-
scription factors (HSFs) and heat shock proteins (HSPs),
are thought to be intimately associated with ROS (Pnueli
et al. 2003). Several studies have indicated that HSFs are
involved in the sensing of ROS. The works of Mittler and
Zilinskas (1992) and Storozhenko et al. (1998) have
revealed the presence of a HSF-binding sequence at
the promoter region of the gene encoding the H2O2-
scavenging enzyme APX1. Transgenic Arabidopsis over-
expressing HSF3 showed higher activity of APX during
postheat-stress recovery and had a much stronger induc-
tion of Apx2 than wild type plants (Panchuk et al. 2002).
HSF21 was elevated during early stages of light stress in
knockout Apx1 plants that accumulate H2O2 under
moderate light stress (Davletova et al. 2005a, Pnueli
et al. 2003). Transcripts encoding HSF21 were also
found to accumulate in wild-type cells treated with
H2O2 (Davletova et al. 2005b). Transgenic plants
expressing a dominant negative variant of HSF21
showed suppressed expression of Zat12, a H2O2-
responsive zinc finger protein required for expression
of APX1, and APX1 (Davletova et al. 2005a). These
results indicate a central role of HSFs in early sensing
of H2O2 and expression of APX1, APX2, and Zat12.

Recent studies demonstrated that protection against
heat stress-induced oxidative damage involves calcium,
abscisic acid (ABA), ethylene, and salicylic acid (SA)
(Larkindale and Knight 2002, Larkindale and Huang
2004). Calcium channel blockers and calmodulin
inhibitors induced oxidative damage to membrane,
and pretreatment with calcium, SA, ABA, and 1-amino-
cyclopropane-1-carboxylic acid (ethylene precursor)
increased survival rate of plants following a lethal heat
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stress (Larkindale and knight 2002). Calcium, ABA,
SA, and ethylene were also shown to enhance the activ-
ities of different ROS-scavenging enzymes under heat
stress (Larkindale and Huang 2004). In accordance,
mutants deficient in ethylene, ABA, ROS, and SA-signal-
ing pathways, including knockouts for the respiratory
burst oxidase enzyme RbohD, showed strong defects
in acquired heat tolerance, suggesting essential roles
for these pathways in acquired heat tolerance
(Larkindale et al. 2005, Suzuki et al. 2005).

Cold stress and ROS

Cold stress was shown to enhance the transcript, pro-
tein, and activity of different ROS-scavenging enzymes
(O’Kane et al. 1996, Prasad et al. 1994, Saruyama and
Tanida 1995, Sato et al. 2001). Low temperature stress
was also shown to induce H2O2 accumulation in cells
(O’Kane et al. 1996).

In Arabidopsis, a number of cold responsive genes
such as RD29A, KIN1, KIN2, COR15A, COR47,
DREB1A, DREB2A, and ERD10 have been identified
(Seki et al. 2002, Thomashow 1999). The contribution
of some cold-responsive genes to controlling ROS under
cold stress was suggested by Lee et al. (2002).
Arabidopsis frostbite1 (fro1) mutant displayed reduced
expression of cold-responsive genes such as RD29A,
KIN1 COR15A, and COR47, and accumulated ROS
constitutively. The FRO1 gene was shown to encode a
mitochondrial complex I protein, suggesting that expres-
sion of the cold-responsive genes and ROS accumula-
tion might be modulated by the disruption of a
mitochondrial function.

DNA regulatory elements in the promoters of cold-
responsive genes such as C-repeat (CRT)-related – and
dehydration responsive element (DRE) – motifs have
been identified (Yamaguchi-Shinozaki and Shinozaki
1994). Hsieh et al. (2002) showed that transgenic
expression of the transcriptional activator, CRT/DRE-
binding factor 1 (CBF1), enhanced the cold tolerance
of tomato plants. Enhanced expression and enzymatic
activity of CAT were also detected in transgenic plants,
and the level of H2O2 in transgenic plants was lower
than that of wild-type plants. In Arabidopsis, overex-
pression of NDP kinase 2 (NDPK2) enhanced cold tol-
erance (Moon et al. 2003). NDP kinase 2 was shown to
interact with two oxidative stress-related mitogen-
activated protein kinases (MAPKs), AtMPK3, and
AtMPK6 (Moon et al. 2003). Transgenic plants overex-
pressing NDPK2 showed lower levels of H2O2 com-
pared with wildtype, and a mutant lacking AtNDPK2
displayed an enhanced accumulation of H2O2. Zat12,
an ROS-response zinc finger protein (Davletova et al.

2005a, Rizhsky et al. 2004) was shown to regulate cold-
induced genes. Microarray analysis demonstrated that
cold-responsive genes were upregulated by overexpres-
sion of Zat12 (Vogel et al. 2005), and Zat12 downregu-
lated CBF transcript expression suggesting a role for
Zat12 in suppressing the CBF cold-response pathway.
These studies demonstrate a close link between ROS,
ROS signaling, and the cold stress response. However,
to the best of our knowledge, the involvement of Rboh
proteins in generating an oxidative burst during cold
stress was not established.

Freezing stress and ROS

Plants are capable of acquiring freezing tolerance fol-
lowing a mild cold pretreatment, known as cold accli-
mation. In pine trees, elevated levels of ROS-scavenging
enzymatic activities such as APX, glutathion reductase,
monodehydroascorbate reductase, and dehydroascor-
bate reductase were found to be associated with
increased freezing tolerance during cold acclimation
(Tao et al. 1998). Cold-responsive genes are activated
by cold acclimation, and these genes contribute to
freezing tolerance of plants (Thomashow 1998).
Transgenic Arabidopsis plants overexpressing COR15A
showed higher freezing tolerance than wild-type plants,
and COR15A expression increased chloroplast- and
protoplast-freezing tolerance (Artus et al. 1996). The
DRE-binding protein, DREB1A was shown to regulate
the expression of DREB1A target genes such as RD29A
and COR15A (Seki et al. 2002). Overexpression of
DREB1A induced freezing tolerance in Arabidopsis,
indicating that CRT/DRE regulation increases the freez-
ing tolerance (Liu et al. 1998). Overexpression of
Arabidopsis CBF1 induces expression of KIN2,
COR15A, COR47, and RD29A genes and enhances
freezing tolerance of nonacclimated plants (Jaglo-
Ottosen et al. 1998). As described above, the regulation
of many of these cold-response genes is associated with
ROS signaling suggesting that ROS play a similar role in
mediating cold or freezing tolerance in plants.

Enhancement of oxidative damage by high-
light stress during temperature stress

High light enhances the production of ROS and has the
potential to damage the photosynthetic apparatus
(Asada and Takahashi 1987, Niyogi 1999). High-light
stress could therefore enhance ROS-mediated damage
during temperature stresses. Compared with dark con-
ditions, temperature stress-induced damage to cells was
shown to be enhanced by light (Jeong et al. 2002,
Larkindale and Knight 2002). In cucumber, the primary
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target of cold stress combined with high light is Cu/Zn
SOD, followed by inactivation of PSI by ROS (Choi
et al. 2002). Transgenic plants over-expressing Cu/Zn
SOD, APX, and glutathione reductase, GPX, or thylakoid-
bound APX were found to be more tolerant than
wild-type plants to a combination of temperature and
high-light stress (Allen 1995, Payton et al. 2001, Yabuta
et al. 2002, Yoshimura et al. 2004). Mutants deficient in
ascorbate, zeaxanthinin or glutathione were subjected
to a lethal heat stress in the presence or absence of high
light (Larkindale et al. 2005). These mutants showed a
dramatic decrease in survival rate under a combination
of high light and temperature stress. In addition, trans-
genic plants overexpressing b-carotene hydroxylase, an
enzyme catalyzing the conversion of b-carotene to
zeaxanthin, showed enhanced tolerance to a combina-
tion of heat and high-light stress (Davison et al. 2002),
indicating a role for zeaxanthin in enhancing the toler-
ance of plants to a combination of heat and high-light
stress. These results indicate that ROS-scavenging

enzymes play an important role in preventing photoox-
idative damage under a combination of temperature and
high-light stress.

Conclusion and future challenges

A putative model for the role of ROS in temperature
stress is shown in Fig. 1. Two converging pathways are
depicted in the figure: the temperature stress-response
pathway and the ROS-response pathway. Temperature
stress is shown to result in the enhanced production of
ROS in cells by the disruption of cellular homeostasis
and the uncoupling of metabolic processes (stress-
generated ROS box). In addition, the sensing of tem-
perature stress by the temperature sensor could lead to
the enhanced production of ROS by NADPH oxidases
(ROS generation by Rboh box). The ROS sensor would
sense ROS produced by these processes and activate the
ROS defense mechanisms that include ROS-scavenging
enzymes (ROS defense box) or further enhance ROS

ROS
sensor

ROS generation
by Rboh

ROS defense

Temperature
defense

Stress-
generated ROS

: ROS generation pathway

: Sensor : Temperature stresses

: Defense pathway

Temperature
sensor

Temperature
stresses

Fig. 1. A proposed model for the involvement of reactive oxygen species (ROS) in temperature stress sensing and protection. Temperature stress is

shown to result in the enhanced production of ROS in cells by the disruption of cellular homeostasis and the uncoupling of metabolic processes

(stress-generated ROS box). The sensing of temperature stress by the temperature stress sensor could also lead to the enhanced production of ROS by

NADPH oxidases (ROS generation by Rboh box). The ROS sensor would sense ROS produced by these processes and activate the ROS defense

mechanisms that include ROS-scavenging enzymes (ROS defense box) or further enhance ROS production by Rboh (ROS generation by Rboh box) to

enhance the ROS signal. Both sensors, for ROS or temperature stress, could activate the temperature defense pathway that includes heat shock

proteins and other protective mechanisms (temperature defense box) and/or the ROS-scavenging pathways (ROS defense box), resulting in the

suppression of stress-associated ROS production. The pathways shown above would be activated upon temperature stress; however, their converging

nature would cause them to suppress each other when the stress subsides or when the cell achieves a new state of homeostasis that enables it to

survive the temperature stress and reduce the cellular rate of production of ROS.
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production by Rboh (ROS generation by Rboh box) to
enhance the ROS signal (Mittler et al. 2004). Both sen-
sors, for ROS or temperature stress, could activate the
temperature defense pathway that includes HSPs and
other protective mechanisms (temperature defense
box) and/or the ROS-scavenging pathways (ROS
defense box), resulting in the suppression of stress-
associated ROS production. The pathways shown in
Fig. 1 would be activated upon temperature stress;
however, their converging nature would cause them to
suppress each other when the stress subsides or when
the cell achieves a new state of homeostasis that enables
it to survive the temperature stress. The latter could be
achieved, for example, once the uncoupling of path-
ways and the enhanced production of ROS would be
put under control by different adjustments to cellular
homeostasis and the function of HSPs and/or other
cellular protectants.

A major challenge to the study of abiotic stress in
plants is to understand how different defense and signal-
ing pathways are coordinated. Much of the work
described above suggests that temperature stress and
ROS signaling are interlinked. The model presented in
Fig. 1 suggests that it would be hard to separate these
pathways from each other and that further work is
required to understand how much of the ROS produced
during temperature stress can result in cellular damage
and how much of the ROS produced during temperature
stress is made for the purpose of signaling. The localiza-
tion and timing of ROS production and ROS scavenging
during temperature stress might also play a key role in
these processes. For example, ROS for signaling might
be produced at the apoplast, whereas ROS generated as
a direct result of temperature stress might be produced
in the chloroplast or mitochondria. Mutants deficient in
key components of the ROS gene network, the ROS or
temperature sensors, and/or the temperature signal
transduction pathway would be essential to begin
answering some of these questions.

The plant genome contains a large number of HSF
genes (21 in Arabidopsis; Nover et al. 2001). As
described above, these appear to play a key role in
temperature stress and ROS sensing in plants
(Davletova et al. 2005a, Mittler and Zilinskas 1992,
Panchuk et al. 2002, Pnueli et al. 2003, Storozhenko
et al. 1998). However, the complexity of the HSF gene
network, and the high number of potential interactions
between different HSF subunits (Czarnecka-Verner et al.
2000, Nover et al. 2001), makes the study of plant HSFs
a challenge. It is possible that through the network of
HSFs, ROS, and temperature signals are perceived and
integrated. However, further studies using different
knockouts and mutants are needed to address this

question. The identification, purification, and character-
ization of signaling complexes involved in temperature
and/or ROS signal transduction is also a major chal-
lenge. These complexes could be similar to the consti-
tutively photomorphogenic 1 complex and function by
integrating temperature, ROS, and high-light signals
(Casal 2002).

Plant hormones such as SA, ABA, and ethylene have
been shown to play an important role in mediating ROS
and temperature stress signals (Larkindale and Knight
2002, Larkindale and Huang 2004). ABA, in particular,
was shown to activate Ca2þ channels during drought
stresses via the function of ROS and Rboh proteins
(Torres and Dangl 2005). However, the cause-and-effect
relationship(s) between ROS, SA, ABA, and ethylene
during temperature stress is not clear. Further studies
are needed to elucidate the role of ROS in mediating
the action of different plant hormones during tempera-
ture stress.

The ROS gene network of plants includes over 150
genes that encode for different ROS-scavenging or ROS-
producing enzymes (Mittler et al. 2004). Typically, each
cellular compartment contains more than one enzy-
matic activity that scavenges a particular ROS. For
example, the cytosol contains at least three different
enzymatic activities that scavenge H2O2: APX, GPX,
and PrxR. How these activities are coordinated within
each compartment and between different compartments
during temperature stress is an important question that
requires future investigation? The answer to this ques-
tion is likely to explain, at least in part, how the different
ROS produced during temperature stress affect cellular
functions and signaling (Fig. 1). Detailed time-course
analysis of enzymatic activities, coupled with microar-
ray assays and measurements of ROS, antioxidants, and
protein oxidation in different compartments during tem-
perature stress is needed to resolve this question.

Reducing the rate of ROS production in cells is likely
to be as important as active scavenging of ROS during
stress (Mittler 2002). This could be achieved, for exam-
ple, by adjustments to cellular metabolism that reduce
the rate of electron flow in particular compartments or
by controlling the accumulation of particular com-
pounds with a high redox potential. A good example
for a defense enzyme that suppresses the potential of a
charged electron transfer chain to form ROS is alterna-
tive oxidase (McIntosh 1994). Alternative oxidases are
found in the mitochondria and chloroplast and reduce
the formation of ROS during stress (Mittler 2002).
Protection of different complexes and pathways using
HSPs and/or other protective compounds such as sugars
could also lower the rate of electron leakage from dif-
ferent apparatuses. To completely understand how
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plants cope with temperature stress, we should include
in future research the study of these mechanisms and
the manner by which they are coordinated with other,
more active, defenses.
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